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<210> 1 

<211> 551 

-<212> DNA 

<213> human 

<220> 

<221> CDS 

<222> (87).. (380) 



<223> 



<220> 



<221> 



sig_peptide 
(87) . . (170) 



<222> 



<223> 



<300> 

<308> GenBank/K01911 
<309> 1995-01-07 



accccatccg ctggctctca cccctcggag acgctcgccc gacagcatag tacttgccgc 

ccagccacgc ccgcgcgcca gccacc atg eta ggt aac aag cga ctg ggg ctg 
^ y » » » s» i^g^ Lys Arg Leu Gly Leu 

1 5 

tec gga ctg acc etc gee ctg tec ctg etc gtg tgc ctg ggt gcg ctg 
ser Gly Leu Thr Leu Ala Leu Ser Leu Leu Val Cys Leu Gly Ala Leu 
10 15 20 25 

gee gag geg tae cec tee aag ecg gac aac ecg gge gag gac gca cca 
Ala Glu Ala Tyr Pro Ser Lys Pro Asp Asn Pro Gly Glu Asp Ala Pro 
30 35 40 

qeg gag gac atg gee aga tae tae teg gcg ctg ega eac tae ate aac 
Ala Glu ASP Met Ala Arg Tyr Tyr ser Ala Leu Arg ms Tyr He Asn 
45 50 55 

etc ate aec agg eag aga tat gga aaa cga tec age cca gag aca ctg 
Leu He Thr Arg Gin Arg Tyr Gly Lys Arg Ser Ser Pro Glu Thr Leu 
60 65 70 

att tea gac etc ttg atg aga gaa age aca gaa aat gtt ccc aga act 
lie ser Asp Leu Leu Met Arg Glu ser Thr Glu Asn val Pro Arg Thr 
75 80 85 

egg ett gaa gac cct gca atg tgg tga tgggaaatga gaettgetet 
Arg Leu Glu Asp Pro Ala Met Trp 
90 95 

-ctggcctttt cctattttca gcccatattt catcgtgtaa aacgagaatc cacccatcct 
accaatgcat gcagccactg tgctgaattc tgcaatgttt tcctttgtca tcattgtata 
tatgtgtgtt taaataaagt atcatgcatt c 

<210> 2 

<211> 97 

<212> PRT 

<213> human 



<400> 2 

Met Leu Gly Asn Lys Arg Leu Gly Leu Ser Gly Leu Thr Leu Ala Leu 
15 10 15 



ser Leu Leu val Cys Leu Gly Ala Leu Ala Glu Ala Tyr Pro Sen Lys 
20 25 30 

Pro Asp Asn Pro Gly Glu Asp Ala Pro Ala Glu Asp Met Ala Arg Tyr 
35 40 45 

Tyr ser Ala Leu Arg His Tyr lie Asn Leu lie Thr Arg Gin Arg Tyr 
50 55 60 

Gly Lys Arg ser ser Pro Glu Thr Leu lie Ser Asp Leu Leu Met Arg 
65 70 75 80 

Glu ser Thr Glu Asn val Pro Arg Thr Arg Leu Glu Asp Pro Ala Met 
85 90 95 

Trp 

<210> 3 
<211> 325 
<212> DNA 
<213> human 

<220> 

<221> pritn_t ran script 

<222> (210).. (325) 
<223> 

<300> 

<308> GenBank/Ml4295 
<309> 1995-01-08 

<400> 3 * * en 

ccgcttcttc aggcagtgcc tggggcggga gggttggggt gtgggtggct ccctaagtcg 60 

acactcgtgc ggctgcggtt ccagccccct ccccccgcca ctcaggggcg ggaagtggcg 120 

ggtgggagtc acccaagcgt gactgcccga ggcccctcct gccgcggcga ggaagctcca 180 

taaaagccct gtcgcgaccc gctctctgca ccccatccgc tggctctcac ccctcggaga 240 

cgctcgcccg acagcatagt acttgccgcc cagccacgcc cgcgcgccag ccaccgtgag 300 

tgctacgacc cgtctgtcta ggggt 325 




<210> 4 

<211> 247 

<212> DNA 

<213> human 



<220> 

<221> intron 
<222> (1) . . (29) 
<223> 



<220> 

<221> Intron 
<222> (218) . . (247) 
<223> 



<300> 

<308> GenBank/Ml4296 
<309> 1995-01-08 



<400> 4 

cccgtccgtt gagccttctg tgcctgcaga tgctaggtaa caagcgactg gggctgtccg 60 

gactgaccct cgccctgtcc ctgctcgtgt gcctgggtgc gctggccgag gcgtacccct 120 

ccaagccgga caacccgggc gaggacgcac cagcggagga catggccaga tactactcag 180 

cgctgggaca ctacatcaac ctcatcacca ggcagaggtg ggtgggaccg cgggaccgat 240 
tccggga 

<210> 5 

<211> 142 

<212> DNA 

<213> human 



247 



<220> 
<221> 
<222> 



Intron 
(1)..(30) 



<223> 



<220> 

<221> intron 
<222> (112) . . (142) 
<223> 

<300> 

<308> GenBank/Ml4297 
<309> 1995-01-08 

<400> 5 

acttgcttta aaagactttt ttttttccag atatggaaaa cgatctagcc cagagacact 

gatttcagac ctcttgatga gagaaagcac agaaaatgtt cccagaactc ggtatgacaa 

ggcttgtgat ggggacattg tt 

<210> 6 

<211> 300 

<212> DNA 

<213> human 

<220> 

<221> Intron 
<222> (1) . . (31) 
<223> 

<220> 

<221> Gene 
<222> (1) . . (142) 
<223> 

<300> 

<308> GenBank/Ml4298 



<309> 1995-01-08 



<400> 6 

ccttacatgc tttgcttctt atgttttaca 
aaatgagact tgctctctgg ccttttccta 
agaatccacc catcctacca atgcatgcag 
ttgtcatcat tgtatatatg tgtgtttaaa 
cctcaatgaa aaatctatta caatagtgag 



ggcttgaaga ccctgcaatg tggtgatggg 
ttttcagccc atatttcatc gtgtaaaacg 
ccactgtgct gaattctgca atgttttcct 
taaagtatca tgcattcaaa agtgtatcct 
gattattttc gttaaactta ttattaacaa 



